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small RNA (sRNANSBEENERA 'ﬂ%*ﬂ*ﬁ%%ﬁﬁ?ﬁ%%c EEEE(EA, ASLEFEH DT EASRNATEEYIRAR
MEREFRIEFIERRES FEYMFNE ., UIES. Fn. REBAERS, EKIIXIsRNATEYRRZEARBER(PTI&ETI)
FIEIEH T TR, HXIsRNAEHBELFI AR Ei?ﬁﬂl‘] WIHIT TIRAD T

FAEMEATPRHARETIE, BEYSRNARRIANEEZR S, Argonaute2(AGO2), ZHEMHEIREPseudomonas
syringae pv. tomato (Pst)f&ERES ., RELITIESEEZRE, microRNA 393b-star (miR393b*) Ff1AGO2EEE5%, MmIEMILARD
IEICIA N EWIERMIAEYIINEE . DihE2, MiR393b* 52 ERIFEEIRE— 1N GolgiiREZBISNAREEH, MEMB12, AGO2i&E1d
Ln_“'“"li%xEﬁV HxEANMEMEEYNAdEREREERREEDRAFEER. X5AGCGO1EBIEIRETMIRIBNENIIFESBEIKBLE
&, W T — MEEIMERENHRE R REHET RS
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AGQ2-IP AGO1-IP Total sSRNA without IP RA 1.0 5.3 1.4 4.1
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Table 1. miRNA"s Are Highly Enriched in the AGO2-IP Fraction PIP 1.0
0.0 r

Mock Pst (awrApt2) Mock Pst @vipt2) Mock Pst (avrApt2) ' RA 10 23 rane

mIR3930" 2621.9 4546.6 03 244 36.6 89.6
miR393 0.4 0.5 358.1 156.6 11.7 753
miR165a° 79434 15529.2 1.0 09 146.2 5315
miR165a 0.3 83 30890.4 23823.2 300.3 177.2 3 * 3 " l: i
e we  m e om w 6. miR393b* gk Smemb2-1 &tk EE IR HER
miR396b 26.3 28.4 41219 6173.0 214.8 42.8 - M ERiA=gmem — TU:&
miR4T2" 508.7 1273.7 28.1 36.4 127.3 79.4
miR472 0.9 2.0 246.9 61.5 2.6 5.1 A 15 T .
Normalized miRNA" and miRNA (reads/mgs) from each sRNA library are listed. Total SRNAS without IP from our previous data set (Chellappan et al., 70 c.uwr AL L
2010; Zhang et al., 2010, 2011) are included as controls. AGO2-associated miRNA"S with more than 1000 reads/mgs are shown. See Table S1 for the «sl =MiR3935 OF
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HBELFEE—MHRAREMREERE “Candidatus Liberibacter” (Ca. L.) 5lieiEE, EHFEEEAEMHEE= . 2EFL
& B RIRIZ BT AN SRENE AR EIFER . AREE, sSRNAEBERERATS5FTER, HEIRK EBRENEEREZ
Wrigtn. L3 XEEN Ca. LIERANMEB(Citrus sinensis) sRNABTELRT, EANIEIMIFZsRNA(BIEMIRNAFIsmall interfering
RNA[SIRNA]) EZ R ZRERHBFRERER BB A, EFEEINEXHNEmMIR399, — M aEXIBEEEPEAEATIERR
MIRNA, BT EDRABHCHIERHBEIBERKR . FRINEIEER, TELHEBEERARA, LB CEMEXTIRAE35% . 1A
SMNEINEABERER, SJLABRUBERE LRER, FIBIIREEKRRIE. BIINsFEMZ. £138%F. UNKHEBLRERETRT
BB E I mEREL . A, FAIEERET —HsiRNATLIBRFA AR AE B EREEN D Firc, EE88EMHNE.
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Table: C. sinensis small RNA information
Healthy HLB-positive Healthy HLB-positive

10 wpi 10 wpi 14 wpi 14 wpi All libraries

Total Unigque Total Unique Total Unique Total Unigue Total Unique
Raw sequences 810341 427224 833604 380915 909208 382251 831306 363150 3384459 590736
>=]18nt & <=28nt 759061 357327 748328 365001 774328 359978 763231 345720 3044948 483833
Citrus sequences 464627 164133 459236 162134 530049 208571 468624 165325 1922536 225116
Citrus sRNA (citrus sequence -
rRNA, tIRNA, snRNA, and snoRNA) 312314 135820 308961 134242 449136 185372 315140 136862 1385551 187908
Citrus miRNAs 80942 3960 168556 6982 97588 4138 176597 5832 523683 8398
CitrussiRNAs 231372 131860 140405 127260 351548 181234 138543 131030 861868 179510

Table.C. sinensis small RNA information. Deep-sequencing results from four Citrus sinensis small RNA libraries are
summarized. Both total and unique reads from raw sequence (total reads), C. sinensis SRNAs (reads aligned to citrus EST Uniset
database), and miIRNAs and siRNAs (citrus sequences subtract RNAs reads such as rRNA, IRNA, snRNA, and snoRNA) are
presented. wpi: weeks post-inoculation.
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